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Genetic and small RNA contributions to motion sickness susceptibility and physical 

training response  

 

The 3.2 billion base pairs of the human genome vary between individuals.  Between 

populations, different alleles of any given gene may be in the majority.  Hence, any 

reference genome is only an averaging of normal human genomes.  For example, an 

estimated 33.8 million base pairs are different between individuals due to single nucleotide 

variants. Many of these SNP variants have been associated with diverse phenotypes. 

Additionally, sequence differences due to structural variation (duplications, deletions, 

inversions) between human genomes outnumbers SNPs 7-to-1.  Here, we investigate the 

association of SNPs with response to physical training.  Additionally, we look for 

associations between motion sickness susceptibility, SNPs previously associated with 

susceptibility, microRNA expression, and a common structural variation in the gene 

GSTM1.   

 


